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<130> 2427/1F509-US1 
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<150> PCT/US00/11900 
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<151> 1999-04-29 

<160> 24 

<170> FastSEQ for Windows Version 3.0 

<210> 1 

<211> 1036 

<212> DNA 

<213> Mus musculus 

<400> 1 

ccctgttgca cggcttggag atggctgctc cctccgaaca cgtaggactg ggtgccccac 60 

ggagccctgc gcgcccagag ccccctccca cccgcttcca ccaagtgcat ggagccaaca 12 0 

tccgcatgga cccctcagga acgcgagcca cacgcgtgga gagtttcgcc cacggtgtgt 180 

gcttcagtcg tgagcccctg gcccccggcc aggtatttct agtggaaatt gaggaaaaag 240 

agctgggctg gtgcgggcac ctacgtcttg gcctgaccgc tctggatccc gccagtctgg 300 

ccgctgtacc cgagttttca ctgcctgact tggtcagcct tggccacagt tgggtcttcg 3 60 

ctatcacacg ccaccacaac cgtgtgcccc gggaaggtca accagaagcg gaggcagcgg 42 0 

tccccagtgg tccccaagcc ctactggttg aaccctatct gcgcatcgag cagttccgaa 480 

ttccccggga ccgtctggtg ggccgcagcc ggccagggct ttatagccac ctcttagatc 540 

agctctatga acaaaacgtg ctgcctccta cagcgcgccg aagccgcttg ggtgttctct 600 

tctgcccccg tgaggatggg accgccgaca tgcacatcat catcaacggg gaggacatgg 660 

gccctagcgc ccgggggctg ccagctgctc agcccctcta cgctgtggta gatgtgtttg 72 0 

cttccaccaa gagcgtgcgt ctggtccagc tggagtatgg cttgccatct ctgcagactc 780 

tgtgccgact agtgatccag aagagggtgg tacacaggct ggccattgat gtgctccacc 840 

tgcccaaagg actgaaggac ttctgcaagt acgaatgaac gaatgaacgc ctgtctgtgg 900 

ccaccagagc aaagtccccg gtggtgcgcc ctgcctctag agaagtggct agtctgaagc 960 

tggtcgcaca gctcacaatc agggctggaa ataaatagag ccgatgtgga tgttctgaga 102 0 

aaaaaaaaaa aaaaaa *" 103 6 

<210> 2 
<211> 285 



1 




• <212> PRT 

<213> Mus musculus 



<400> 2 



Met 


Ala 


Ala 


Pro 


Ser 


Glu 


His 


Val Gly Leu 


Gly Ala Pro 


Arg 


Ser 


Pro 


1 








5 






10 






15 




Ala 


Arg 


Pro 


Glu 


Pro 


Pro 


Pro 


Thr Arg Phe 


His Gin Val 


His 


Gly 


Ala 








20 








25 




30 




Asn 


lie 


Arg 


Met 


Asp 


Pro 


Ser 


Gly Thr Arg 


Ala Thr Arg 


Val 


Glu 


Ser 






35 










40 


45 








Phe 


Ala 


His 


Gly 


Val 


Cys 


Phe 


Ser Arg Glu 


Pro Leu Ala 


Pro 


Gly 


Gin 




50 










55 




60 








Val 


Phe 


Leu 


T T 1 

Val 


Glu 


He 


Glu 


Glu Lys Glu 


Leu Gly Trp 


Cys 


Gly 


His 


65 










70 






75 






80 


Leu 


Arg 


Leu 


Gly 


Leu 


Thr 


Ala 


Leu Asp Pro 


Ala Ser Leu 


Ala 


Ala 


Val 










85 






90 






95 




Pro 


Glu 


Phe 


Ser 


Leu 


Pro 


Asp 


Leu Val Ser 


Leu Gly His 


Ser 


Trp 


Val 








100 








105 




110 






Phe 


Ala 


lie 


Thr 


Arg 


His 


His 


Asn Arg Val 


Pro Arg Glu 


Gly 


Gin 


Pro 






115 










120 


125 








Glu 


Ala 


Glu 


Ala 


Ala 


Val 


Pro 


Ser Gly Pro 


Gin Ala Leu 


Leu 


Val 


Glu 




130 










135 




140 








Pro 


Tyr 


Leu 


Arg 


He 


Glu 


Gin 


Phe Arg He 


Pro Arg Asp 


Arg 


Leu 


Val 


145 










150 






155 






160 


Gly 


Arg 


Ser 


Arg 


Pro 


Gly 


Leu 


Tyr Ser His 


Leu Leu Asp 


Gin 


Leu 


Tyr 










165 






170 






175 




Glu 


Gin 


Asn 


Val 


Leu 


Pro 


Pro 


Thr Ala Arg 


Arg Ser Arg 


Leu 


Gly 


Val 








180 








185 




190 






Leu 


Phe 


Cys 


Pro 


Arg 


Glu 


Asp 


Gly Thr Ala 


Asp Met His 


lie 


He 


He 






195 










200 


205 








Asn 


Gly 


Glu 


Asp 


Met 


Gly 


Pro 


Ser Ala Arg 


Gly Leu Pro 


Ala 


Ala 


Gin 




210 










215 




220 








Pro 


Leu 


Tyr 


Ala 


Val 


Val 


Asp 


Val Phe Ala 


Ser Thr Lys 


Ser 


Val 


Arg 


225 










230 






235 






240 


Leu 


Val 


Gin 


Leu 


Glu 


Tyr 


Gly 


Leu Pro Ser 


Leu Gin Thr 


Leu 


Cys 


Arg 










245 






250 






255 




Leu 


Val 


He 


Gin 


Lys 


Arg 


Val 


Val His Arg 


Leu Ala He 


Asp 


Val 


Leu 








260 








265 




270 






His 


Leu 


Pro 


Lys 


Gly 


Leu 


Lys 


Asp Phe Cys 


Lys Tyr Glu 












275 










280 


285 









<210> 3 

<211> 970 

<212> DNA 

<213> Homo sapiens 

<400> 3 

cctgccctat ggccgagaga tggctgctgc ctccgagccc gtggattcgg gtgcactctg 60 

gggactcgag cgcccggagc cccctcccac ccgcttccat cgggtgcacg gtgccaacat 120 

ccgcgtggac ccctctggga cgcgggccac acgcgtggag agcttcgccc acggcgtgtg 180 

cttcagccgc gagccgctgg ccccgggcca ggtcttcctg gtcgagatcg aggagaaaga 240 



2 



gctgggctgg tgcggacatc tgcgtctcgg tctgaccgcg ctggaccccg ccagtctggc 300 

ccccgttccc gagttttctc tgcccgatct ggtcaacctg ggccacacct gggtcttcgc 360 

catcacgcgc caccacaacc gcgtgccccg ggagggccgc ccggaggcgg aggcagcggc 420 

ccccagccga cctccaaccc tcctcgtgga accatatctg cgcattgagc agtttcgcat 480 

tccccgggac cgcctggtgg gccgcagccg gccagggctc tacagccatc tcttggacca 540 

gctctatgag ctgaacgtgc tgcctccgac cgcgcgccgt agccgcctgg gtgtcctctt 600 

ttgcccgcgc cccgatggca cggccgacat gcacatcatc atcaacggcg aggacatggg 660 

cccgagcgcc cggggactgc cagctgcgca gcccctctac gcggtggtgg acgtgtttgc 72 0 

ttccacaaag agcgtgcgcc ttgtccagct cgagtatggc ttgccatccc tgcagactct 780 

gtgccgccta gtgatacaaa ggagcatggt gcaccggctg gccattgatg ggctccacct 84 0 

gcccaaagaa cttaaggatt tctgcaagta tgagtgaaga cccacagtgc accagagcac 900 

agctgcatcc tggagcccca gacctgtggc tggctggtcc gaagttggcc acattgctgc 960 

cagccaagac 970 

<210> 4 
<211> 285 
<212> PRT 

<213> Homo sapiens 



<400> 4 



Met 


Ala 


Ala 


Ala 


Ser 


Glu 


Pro 


Val Asp 


Ser 


Gly Ala 


Leu 


Trp Gly 


Leu 


1 








5 








10 










15 




Glu Arg 


Pro 


Glu 


Pro 


Pro 


Pro 


Thr Arg 


Phe 


His 


Arg 


Val 


His 


Gly 


Ala 








20 








25 










30 






Asn 


He 


Arg Val 


Asp 


Pro 


Ser 


Gly Thr Arg 


Ala 


Thr 


Arg 


Val 


Glu 


Ser 






35 










40 








45 








Phe 


Ala 


His 


Gly 


Val 


Cys 


Phe 


Ser Arg 


Glu 


Pro 


Leu 


Ala 


Pro Gly 


Gin 




50 










55 








60 










Val 


Phe 


Leu 


Val 


Glu 


He 


Glu 


Glu Lys 


Glu 


Leu Gly 


Trp 


Cys 


Gly 


His 


65 










70 








75 










80 


Leu Arg 


Leu 


Gly 


Leu 


Thr 


Ala 


Leu Asp 


Pro 


Ala 


Ser 


Leu 


Ala 


Pro 


Val 










85 








90 










95 




Pro 


Glu 


Phe 


Ser 


Leu 


Pro 


Asp 


Leu Val 


Asn 


Leu 


Gly 


His 


Thr 


Trp 


Val 








100 








105 










110 






Phe 


Ala 


He 


Thr 


Arg 


His 


His 


Asn Arg 


Val 


Pro 


Arg 


Glu 


Gly Arg 


Pro 






115 










120 








125 








Glu 


Ala 


Glu 


Ala 


Ala 


Ala 


Pro 


Ser Arg 


Pro 


Pro 


Thr 


Leu 


Leu 


Val 


Glu 




130 










135 








140 










Pro 


Tyr 


Leu 


Arg 


He 


Glu 


Gin 


Phe Arg 


He 


Pro 


Arg 


Asp 


Arg 


Leu 


Val 


145 










150 








155 










160 


Gly Arg 


Ser 


Arg 


Pro 


Gly 


Leu 


Tyr Ser 


His 


Leu 


Leu 


Asp 


Gin 


Leu 


Tyr 










165 








170 










175 




Glu 


Leu 


Asn 


Val 


Leu 


Pro 


Pro 


Thr Ala 


Arg 


Arg 


Ser 


Arg 


Leu Gly 


Val 








180 








185 










190 






Leu 


Phe 


Cys 


Pro 


Arg 


Pro 


Asp 


Gly Thr Ala 


Asp 


Met 


His 


He 


He 


He 






195 










200 








205 








Asn Gly 


Glu 


Asp 


Met 


Gly 


Pro 


Ser Ala 


Arg 


Gly Leu 


Pro 


Ala 


Ala 


Gin 




210 










215 








220 










Pro 


Leu 


Tyr Ala 


Val 


Val 


Asp 


Val Phe 


Ala 


Ser 


Thr 


Lys 


Ser 


Val 


Arg 


225 










230 








235 










240 


Leu 


Val 


Gin 


Leu 


Glu 


Tyr 


Gly 


Leu Pro 


Ser 


Leu 


Gin 


Thr 


Leu 


Cys 


Arg 



3 



245 250 255 



Leu 


T7-a 1 "Mo 

Val lie 


LjXII 


7A vrr 
ril y 


Qpy> 
Ot:X 




V d JL 


Ui 0 
mo 




T1P12 Al a 


He 


Asp 


Glv Leu 






9 £ n 










9 R 

Z. U 3 








270 




HIS 


Lieu Fro 


Lys 


vjIU 


Lieu 


Lys 




it lit; 




xjy 0 x y x 


ril 11 

VJ J- LI 








275 










280 








285 








<zlu> 


b 
























<zli> 


Q 1 
17 1 
























<212> 


PRT 
























<213> 


MllS 


musculus 


















<4UU> 


cr 
3 






















Arg 


Ser Pro 


Ala 


Arg 


Pro 


Glu 


Pro 


"D ~v~ /~\ 
rlO 


XT JL O 


Thr Arg 


Phe 


His 


m n V^l 

VJ-L 11 V d X 


l 






5 










x u 










His 


Gly Ala 


Asn 


He 


Arg 


Met 


Asp 


riO 


Car 
bCl 


Gly Thr Arg Ala 


± iix ri±y 




z u 










Z 3 








30 




val 


Glu ser 


pne 


Ala 


His 


Gly Val 


LyS 


It llC 


Ser Arg 


Glu 


Pro 


T if^i l Z\ "I 

JJCU xi. -L Ct 




3d 










40 








45 






Pro 


Gly Gin 


Val 


Phe 


Leu 


Val 


Glu 


He 


Glu 


Glu Lys 


Glu 


Leu 


vjiy ix p 




50 








55 








60 








Cys 


Gly His 


Leu 


Arg 


Leu 


Gly Leu 


Thr 


Ala 


Leu Asp 


Pro 


Ala 


Ser Leu 


65 






70 










75 






80 


Ala 


Ala Val 


Pro 


Glu 


Phe 


Ser 


Leu 


Pro Asp 


Leu 














85 










90 











<210> 6 

<211> 94 

<212> PRT 

<213> Drosophila virilis 





<400> 


6 




















Arg 


Ser 


Pro 


Ser 


Ser 


Cys 


Pro 


Asn 


Asn Leu 


Pro 


Pro Leu Gin 


Phe 


His 


1 








5 








10 






15 




Thr 


Val 


His 


Gly 


Asp 


Asn 


He 


Arg 


He Ser 


Arg Asp Gly Thr 


Leu 


Ala 








20 










25 




30 






Arg 


Arg 


Phe 


Glu 


Ser 


Phe 


Cys 


Arg 


Ala He 


Thr 


Phe Ser Ala 


Arg 


Pro 


35 










40 






45 






Val 


Arg 
50 


He 


Asn 


Glu 


Arg 


He 
55 


Cys 


Val Lys 


Phe 


Ala Glu He 
60 


Ser 


Asn 


Asn 


Trp 


Asn 


Gly 


Gly 


He 


Arg 


Phe 


Gly Phe 


Thr 


Ser Asn Asp 


Pro 


Ala 


65 








70 








75 






80 


Ser 


Leu 


Glu 


Gly 


Ala 
85 


Leu 


Pro 


Lys 


Tyr Ala 
90 


Cys 


Pro Asp Leu 







<210> 7 

<211> 26 

<212> PRT 

<213> Mus musculus 

<400> 7 

Leu Tyr Ala Val Val Asp Val Phe Ala Ser Thr Lys Ser Val Arg Leu 



4 



i ■ 5 10 15 

Val Gin Leu Glu Tyr Gly Leu Pro Ser Leu 
20 25 



<210> 8 
<211> 24 
<212> PRT 

<213> Drosophila virilis 



<400> 8 

Leu Trp Ala Phe Leu Asp Val Tyr Gly Ser Thr Gin Ser Leu Arg Met 

15 10 15 

Phe Arg Gin Gin Leu Pro Asn Met 
20 



<210> 9 
<211> 71 
<212> PRT 

<213> Mus musculus 



<400> 9 
Pro Thr Arg Phe 
1 

Ser Gly Thr Arg 
20 

Phe Ser Arg Glu 
35 

Glu Glu Lys Glu 
50 

Ala Leu Asp Pro 
65 



His Gin Val His 
5 

Ala Thr Arg Val 

Pro Leu Ala Pro 
40 

Leu Gly Trp Cys 
55 

Ala Ser Leu 
70 



Gly Ala Asn lie 
10 

Glu Ser Phe Ala 
25 

Gly Gin Val Phe 

Gly His Leu Arg 
60 



Arg Met Asp Pro 
15 

His Gly Val Cys 
30 

Leu Val Glu He 
45 

Leu Gly Leu Thr 



<210> 10 
<211> 71 
<212> PRT 

<213> Drosophila virilis 





<400> 


10 










Pro 


Val 


Pro 


Phe 


His 


He 


Thr 


Lys 


1 








5 








Asp Arg 


Phe 


Val 


Ala 


Ser Arg 


Thr 








20 










Val 


Phe 


Thr 


Ala 


Arg 


Pro 


He 


Arg 






35 










40 


Leu 


Lys 


Thr 


Glu 


Gin 


Met 


Tyr Val 




50 










55 




Ser 


Cys 


Asn 


Pro 


Ala 


Leu 


Leu 





65 70 



Gly Arg Asn Val Arg Leu Ser His 

10 15 
Glu Ser Asp Phe Cys Gin Gly Tyr 
25 '30 
He Gly Lys Leu He Val Gin Val 

45 

Gly Ala Leu Ala Leu Gly Leu Thr 
60 



<210> 11 
<211> 35 



<212> PRT 

<213> Mus musculus 



<400> 11 
lie Asn Gly Glu Asp Met Gly Pro 

1 5 
Gin Pro Leu Tyr Ala Val Val Asp 
20 

Arg Leu Val 
35 



Ser Ala Arg Gly Leu Pro Ala Ala 

10 15 
Val Phe Ala Ser Thr Lys Ser Val 
25 30 



<210> 12 
<211> 35 
<212> PRT 

<213> Drosophila virilis 

<400> 12 
lie Asn Asn Glu Glu Lys Gly Val 

1 5 
Gly Leu Leu Trp Thr Val lie Asp 
20 

Glu Phe Leu 
35 



lie Leu Ser Gly lie Asp Thr Arg 

10 ~ ~ 15 

lie Tyr Gly Asn Cys Thr Gly lie 
25 30 



<210> 13 
<211> 494 
<212> DNA 

<213> Homo sapiens 



<400> 13 

agccatactc gagctggaca aggcgcacgc tctttgtgga agcaaacacg tccaccaccg 60 

cgtagagggg ctgcgcagct ggcagtcccc gggcgctcgg gcccatgtcc tcgccgttga 120 

tgatgatgtg catgtcggcc gtgccatcgg ggcgcgggca aaagaggaca cccaggcggc 180 

tacggcgcgc ggtcggaggc agcacgttca gctcatagag ctggtccaag agatggctgt 24 0 

agagccctgc cgctgcggcc caccaggcgg tcccggggaa tgcgaaactg ctcaatgcgc 3 00 

agatatggtt ccacgaggag ggttggaggt cggctggggg ccgctgcctg cctccgggcg 360 

gcctcccggg gcacgcggtt gtggtggcgc gtgatggcga agacccaggt gtggcccagg 420 

ttgaccaaga tcgggcagag aaaactcggg aacgggggcc agactggcgg ggtccagcgc 4 80 

ggtcagaccg agac 494 

<210> 14 
<211> 499 
<212> DNA 

<213> Mus musculus 



<400> 14 

agccatactc cagctggacc agacgccacg ctcttggtgg aagcaaacac atctaccaca 60 

gcgtagaggg gctgagcagc tggcagcccc cgggcgctag ggcccatgtc ctccccgttg 120 

atgatgatgt gcatgtcggc ggtcccatcc tcacgggggc agaagagaac acccaagcgg 180 

cttcggcgcg ctgtaggagg cagcacgttt tgttcataga gctgatctaa gaggtggcta 240 

taaagccctg gccggctgcg gcccaccaga cggtcccggg gaattcggaa ctgctcgatg 300 



6 



cgcagatagg gttcaaccag tagggcttgg ggaccactgg ggaccgctgc ctccgcttct 
ggttgacctt cccggggcac acggttgtgg tggcgtgtga tagcgaagac ccaactgtgg 
ccaaggctga ccaagtcagg cagtgaaaac tcgggtacag cggccagact ggcgggatcc 
agagcggtca ggccaagac 



360 
420 
480 
499 



<210> 15 
<211> 367 
<212> DNA 

<213> Homo sapiens 
<400> 15 

agctggcgcc gggggctatt ttgggcggcg ggcaatgatg gtgaccgcaa ggcgaccttg 6 0 

taaggcattt cccccctgac tcccttcccc gagcctctgc ccgggggtcc tagcgccgct 120 
ttctcagcca tcccgcctac aacttagccg tccacaacag gatcatctga tcgcgtgcgc 180 
ccgggctacg atctgcgagg cccgcggacc ttgacccggc attgaccgcc accgcccccc 24 0 

aggtccgtag ggaccaaaga aggggcggga ggaagactgt cacgtggcgc cggagttcac 3 00 

gtgactcgta cacatgactt ccagtccccg ggcgcctcct ggagagcaag gacgcggggg 360 
agcagag ~ " ~ "~ 367 

<210> 16 
<211> 367 
<212> DNA 

<213> Homo sapiens 
<400> 16 

agctggcgcc gggggctatt ttgggcggcg ggcaatgatg gtgaccgcaa ggcgaccttg 60 
taaggcattt cccccctgac tcccttcccc gagcctctgc ccgggggtcc tagcgccgct 120 
ttctcagcca tcccgcctac aacttagccg tccacaacag gatcatctga tcgcgtgcgc 180 
ccgggctacg atctgcgagg cccgcggacc ttgacccggc attgaccgcc accgcccccc 240 
aggtccgtag ggaccaaaga aggggcggga ggaagactgt cacgtggcgc cggagttcac 3 00 

gtgactcgta cacatgactt ccagtccccg ggcgcctcct ggagagcaag gacgcggggg 3 60 

agcagag ~ ~ ----- 367 

<210> 17 
<211> 387 
<212> DNA 

<213> Mus musculus 
<400> 17 

agctcatgcc aagggctatt ttgggcagcg ggctcagatt gtgacgcggg ggcgggtgga 60 
tgaaccatgt aaggcatttc ccccttctct aacttccccc agctctgcct gggggtccta 120 
gcgccgcttt ctcgcttgtc accagtaagg ggtccccagg agcctgggga acccttctgt 180 
caacaccaag atcacctgat ctctggcacc ctgactaata accttcaggg ccacgcactt 240 
tgaccactcc cgaccctcag gcccacagat taaaaaagtg aacaatgagc aaactgtcac 300 
gtgatgcaga tgctcacgtg accagagcta cacatgactt ccagtccaaa ggcgcctcct 360 
ggagagcaag gacgcaagga agcagag ~ ~ 3 87 

<210> 18 
<211> 387 
<212> DNA 

<213> Mus musculus 



7 



<400> 18 

agctcatgcc aagggctatt ttgggcagcg ggctcagatt gtgacgcggg ggcgggtgga 60 

tgaaccatgt aaggcatttc ccccttctct aacttccccc agctctgcct gggggtccta 120 

gcgccgcttt ctcgcttgtc accagtaagg ggtccccagg agcctgggga acccttctgt 180 

caacaccaag atcacctgat ctctggcacc ctgactaata accttcaggg ccacgcactt 240 

tgaccactcc cgaccctcag gcccacagat taaaaaagtg aacaatgagc aaactgtcac 300 

gtgatgcaga tgctcacgtg accagagcta cacatgactt ccagtccaaa ggcgcctcct 360 

ggagagcaag gacgcaagga agcagag 387 

<210> 19 
<211> 6 
<212> PRT 

<213> Homo sapiens 

<400> 19 
Gly Thr Arg Ala Thr Arg 
1 5 

<210> 20 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 20 
Gly Val Cys Phe Ser Arg 
1 5 

<210> 21 
<211> 5 
<212> PRT 

<213> Homo sapiens 

<400> 21 
Gly Gin Pro Glu Ala 
1 5 

<210> 22 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 22 

Lys Gly Leu Lys Asp Phe Cys Lys Tyr 
1 5 

<210> 23 

<211> 37 

<212> PRT 

<213> Homo sapiens 

<400> 23 



8 



Pro Ser Leu Gin Thr Leu Cys Arg Leu Val He Gin Arg Ser Met Val 

1 5 10 15 

His Arg Leu Ala He Asp Gly Leu His Leu Pro Lys Glu Leu Lys Asp 

20 25 30 

Phe Cys Lys Tyr Glu 
35 

<210> 24 
<211> 10 
<212> PRT 
<213> Unknown 

<220> 

<223> BC box consensus sequence: Ser can be either Ser 
or Thr, followed by Leu or Met, followed by any 
3 amino acids, followed by Cys or Ser, followed 
by any 3 amino acids, followed by Val, He, or Leu 

<400> 24 

Ser Leu Xaa Xaa Xaa Cys Xaa Xaa Xaa He 
15 10 



9 



